Table S1: PhyloPhlAn2 dataset. * = Accession has since been removed from RefSeq database since completion of analysis.
	Organism
	Strain
	NCBI Accession Number
	Reference

	H. pylori
	A
	SAMN17734761
	This study

	H. pylori
	B
	SAMN17734762
	This study

	H. pylori
	C
	SAMN17734763
	This study

	H. pylori
	E
	SAMN17734764
	This study

	H. acinonychis
	Sheeba
	NC_008229
	(Eppinger et al. 2006)

	H. pylori
	26695
	NC_000915
	(Tomb et al. 1997)

	H. pylori
	J99
	NC_000921
	(Alm et al. 1999)

	H. pylori
	51
	NC_017382
	[bookmark: _Hlk17642145]Direct Submission Kim et al.

	H. pylori
	52
	NC_017354
	

	H. pylori
	HPAG1
	NC_008086
	(Oh et al. 2006)

	H. pylori
	Shi470
	NC_010698
	Unpublished Kersulyte, D., Kalia, A., Gilman, R.H. and Berg, D.E.

	H. pylori
	G27
	NC_011333
	(Baltrus et al. 2009)

	H. pylori
	P12
	NC_011498
	(Fischer et al. 2010)

	H. pylori
	B38
	NC_012973
	(Thiberge et al. 2010)

	H. pylori 
	v225d
	NC_017355
	(Mane et al. 2010)

	H. pylori
	908
	NC_017357
	(Devi et al. 2010)

	H. pylori
	SJM180
	NC_014560

	Direct Submission Kersulyte, D., Velapatino, B., Gilman, R.H. and Berg, D.E.

	H. pylori
	PeCan4
	NC_014555

	Direct Submission Kersulyte, D., Vasquez, J., Gilman, R.H. and Berg, D.E.

	H. pylori
	Cuz20
	NC_017358
	Direct Submission Kersulyte, D., Herrera, P., Gilman, R.H. and Berg, D.E.

	H. pylori
	Sat464
	NC_017359

	Direct Submission Kersulyte, D., Jahuira Arias, H., Gilman, R.H. and Berg, D.E.

	H. pylori
	35A
	NC_017360
	Direct Submission Muzny, et al.

	H. pylori
	India7
	NC_017372
	Direct Submission Kersulyte, D., Mukhopadhyay, A., Choudhury, A., Nair, G.B. and Berg, D.E.

	H. pylori
	Gambia94/24
	NC_017371
	Direct Submission Kersulyte, D., Secka, O., Thomas, J.E., Adegbola, R. and Berg, D.E.

	H. pylori
	Lithuania75
	NC_017362
	Direct Submission Kersulyte, D., Kupcinskas, L., Chalkauskas, H., Kiuduliene, L., Janulaitis, A. and Berg, D.E.

	H. pylori
	SouthAfrica7
	NC_017361
	(Duncan et al. 2013)

	H. pylori
	2017
	NC_017374
	(Avasthi et al. 2011)


	H. pylori
	2018
	NC_017381
	

	H. pylori
	B8
	NC_014256
	(Farnbacher et al. 2010)

	H. pylori
	83
	NC_017375
	Direct Submission Muzny et al.

	H. pylori
	Puno120
	NC_017378
	Direct Submission Kersulyte, D., Cabrera, L., Hooper, C.C., Jahuira Arias, H., Gilman, R.H. and Berg, D.E.

	H. pylori
	Puno135
	NC_017379
	

	H. pylori
	Santal49
	NC_017376

	Direct Submission Kersulyte, D., Choudhury, A., Mukhopadhyay, A.K., Nair, G.B. and Berg, D.E.

	H. pylori
	ELS37
	NC_017063
	Direct Submission Bertoli, M.T., Kersulyte, D., Pascasio, M.A. and Berg, D.E.

	H. pylori
	HUP-B14
	NC_017733
	Direct Submission Kersulyte, D. and Berg, D.E. 

	H. pylori
	XZ274
	NC_017926
	(Guo et al. 2012)

	H. pylori
	F16
	NC_017368
	(Furuta et al. 2011; Kawai et al. 2011)


	H. pylori
	F30
	NC_017365
	

	H. pylori
	F32
	NC_017366
	

	H. pylori
	F57
	NC_017367
	

	H. pylori
	Shi417
	NC_017739
	Direct Submission Kersulyte, D., Cabrera, L., Pacheco, R., Herrera, P., Rodriguez, C., Gilman, R.H. and Berg, D.E.

	H. pylori
	Shi169
	NC_017740
	

	H. pylori
	Shi112
	NC_017741
	

	H. pylori
	PeCan18
	NC_017742
	Direct Submission Kersulyte, D., Ramirez Ramos, A., Recarvarren, S., Barua, R.L., Watanabe, J., Gilman, R.H. and Berg, D.E.

	H. pylori
	26695
	NC_018939
	Unpublished Chelysheva, V., Selezneva, O., Alexeev, D., Manolov, A., Prihodko, E., Larin, A., Karpova, I., Semashko, T., Kostryukova, E., Govorun, V. and Momynaliev, K.

	H. pylori
	Rif1
	NC_018937
	(Momynaliev et al. 2013)


	H. pylori
	Rif2
	NC_018938
	

	H. pylori
	Aklavik117
	NC_019560

	(Kersulyte et al. 2015)


	H. pylori
	Aklavik86
	NC_019563
	

	H. pylori
	OK113
	NC_020508
	(Yahara et al. 2013)


	H. pylori
	OK310
	NC_020509
	

	H. pylori
	UM032
	NC_021215
	(Khosravi et al. 2013)


	H. pylori
	UM299
	NC_021216
	

	H. pylori
	UM037
	NC_021217
	Unpublished Khosravi, Y., Rehvathy, V., Amoyo, A., Seow, S., Ong, J., Susana, W.,
Primo, B., Meredith, A., Siddarth, S., Pettersson, S., Loke, M., Goh, K. and Vadivelu, J.

	H. pylori
	UM066
	NC_021218

	

	H. pylori
	UM298
	NC_021882
	(Khosravi et al. 2013)

	H. pylori
	BM012A
	NC_022886
	(Linz et al. 2013)


	H. pylori
	BM012S
	NC_022911
	

	H. pylori
	SouthAfrica20
	NC_022130*
	(Duncan et al. 2013)

	H. pylori
	oki102
	NZ_CP006820
	(Satou et al. 2014)

	H. pylori
	oki112
	NZ_CP006821
	

	H. pylori
	oki128
	NZ_CP006822
	

	H. pylori
	oki154
	NZ_CP006823
	

	H. pylori
	oki422
	NZ_CP006824
	

	H. pylori
	oki673
	NZ_CP006825
	

	H. pylori
	oki828
	NZ_CP006826
	

	H. pylori
	oki898
	NZ_CP006827
	

	H. pylori
	J166
	NZ_CP007603
	(Linz et al. 2014)


	H. pylori
	BM013A
	NZ_CP007604
	

	H. pylori
	BM012B
	NZ_CP007605
	

	H. pylori
	BM013B
	NZ_CP007606
	

	H. pylori
	Hp238
	NZ_CP010013
	(Kao et al. 2015)

	H. pylori
	26695-1MET
	NZ_CP010436
	(Binh et al. 2015)

	H. pylori
	NY40
	NZ_AP014523
	Unpublished Uchiyama, J., Takemura-Uchiyama, I., Ujihara, T. and Matsuzaki, S.

	H. pylori
	26695-1CL
	NZ_AP013356
	(Binh et al. 2013)

	H. pylori
	26695-1CH
	NZ_AP013355
	

	H. pylori
	29CaP
	NZ_CP012907
	(Mucito-Varela et al. 2016b)

	H. pylori
	7C
	NZ_CP012905
	(Mucito-Varela et al. 2016a)

	H. pylori
	ML1
	NZ_AP014710
	(Wang et al. 2015)


	H. pylori
	ML3
	NZ_AP014712
	

	H. pylori
	ML2
	NZ_AP014711*
	

	H. pylori
	L7
	NZ_CP011482
	Unpublished Montano, V., Didelot, X., Foll, M., Linz, B., Reinhardt, R.,
Suerbaum, S., Moodley, Y. and Jensen, J.D.

	H. pylori
	DU15
	NZ_CP011483
	

	H. pylori
	CC33C
	NZ_CP011484
	

	H. pylori
	ausabrJ05
	NZ_CP011485
	

	H. pylori
	K26A1
	NZ_CP011486
	

	H. pylori
	PNG84A
	NZ_CP011487
	

	H. pylori
	SS1
	NZ_CP009259
	

	H. pylori
	G272
	NZ_CP022409
	Unpublished Wang,Q.

	H. pylori
	HPJP26
	NZ_CP023448
	Unpublished Fang,G.

	H. pylori
	dRdM1
	NZ_CP026325
	Unpublished Kumar, S., Karmakar, B.C., Nagarajan, D., Mukhopadhyay, A.K. and Rao, D.N.

	H. pylori
	26695-dRdM1dM2
	NZ_CP026323
	

	H. pylori
	26695-dR
	NZ_CP026326
	

	H. pylori
	26695-dRdM2
	NZ_CP026324
	

	H. pylori
	B128_1
	NZ_CP019700
	(Noto et al. 2018)


	H. pylori
	7.13_D1a
	NZ_CP024015*
	

	H. pylori
	7.13_D1b
	NZ_CP024016
	

	H. pylori
	7.13_D1c
	NZ_CP024017*
	

	H. pylori
	7.13_D3a
	NZ_CP024021
	

	H. pylori
	7.13_R2c
	NZ_CP024076
	

	H. pylori
	7.13_R1c
	NZ_CP024073
	

	H. pylori
	7.13_R2b
	NZ_CP024075
	

	H. pylori
	FDAARGOS_300
	NZ_CP027404
	Unpublished Kerrigan, L., Tallon, L., Sadzewicz, L., Sengamalay, N., Ott, S.,
Godinez, A., Nagaraj, S., Vavikolanu, K., Vyas, G., Nadendla, S.,
George, J. and Sichtig, H.

	H. pylori
	FDAARGOS_298
	NZ_CP028325
	

	H. pylori
	HP14039
	NZ_CP034147
	Unpublished Lamichhane, B., Chua, E.G., Wise, M.J., Laming, C., Marshall, B.J. and Tay, C.Y.

	H. pylori
	GD63
	NZ_CP031558
	Unpublished Nguyen Hoang, T.P., Nguyen, H.T., Rahman, M. and Nguyen, T.V.

	H. pylori
	Hpbs1
	NZ_CP034071
	Unpublished Huang, Y., Wei, H. and Li, X.

	H. pylori
	HP42K
	NZ_CP034314
	Unpublished Voropaev, E.V., Osipkina, O.V., Baranov, O.U., Ziatskov, A.,
Voropaev, A.V., Platoshkin, E.N., Bonda, N.A. and Valentovich, L.N.

	H. pylori
	H-137
	NZ_CP025474
	Unpublished Nam, Y.-D., Kang, J. and Chung, W.-H.

	H. pylori
	Hpbs3
	NZ_CP035106
	Direct Submission Huang, Y., Li, X., Wei, H., Huang, G. and Zhao, L.

	H. pylori
	Hpbs2
	NZ_CP035105
	

	H. pylori
	ATCC 43504
	NZ_AP017633
	Unpublished Mimuro, H., Ogura, Y., Katsura, K. and Hayashi, T.

	H. pylori
	Strain PMSS1
	NZ_AP017632
	

	H. pylori
	479-A2-EK4
	NZ_CP032472
	(Ailloud et al. 2019)


	H. pylori
	476-A2-EK2
	NZ_CP032473
	

	H. pylori
	381-F-EK9
	NZ_CP032475
	

	H. pylori
	381-C-EK1
	NZ_CP032476
	

	H. pylori
	169-C-EK8
	NZ_CP032477
	

	H. pylori
	25-A-EK9
	NZ_CP032478
	

	H. pylori
	21-F-EK1
	NZ_CP032479
	

	H. pylori
	19-C-EK1
	NZ_CP032480
	

	H. pylori
	476-A-EK5
	NZ_CP032900
	

	H. pylori
	381-A-EK4
	NZ_CP032901
	

	H. pylori
	280-A-EK1
	NZ_CP032902
	

	H. pylori
	173-A-EK1
	NZ_CP032903
	

	H. pylori
	169-A-EK5
	NZ_CP032904
	

	H. pylori
	26-A-EK1
	NZ_CP032905
	

	H. pylori
	24-A-EK1
	NZ_CP032907
	

	H. pylori
	23-A-EK1
	NZ_CP032908
	

	H. pylori
	21-A-EK1
	NZ_CP032909
	

	H. pylori
	20-A-EK1
	NZ_CP032910
	

	H. pylori
	19-A-EK3
	NZ_CP032911
	

	H. pylori
	13-A-EK8
	NZ_CP032912
	

	H. pylori
	479-C2-EK2
	NZ_CP032471
	

	H. pylori
	476-C-EK5
	NZ_CP032474
	

	H. pylori
	25-A-EK1
	NZ_CP032906
	

	H. pylori
	5-A-EK1
	NZ_CP032913
	

	H. pylori
	J99 chromosome
	NZ_CP011330
	(Beaulaurier et al. 2015)

	H. pylori
	PMSS1
	NZ_CP018823
	(Draper et al. 2017)

	H. pylori
	479-C-EK2
	NZ_CP032898
	Unpublished Ailloud, F., Didelot, X., Woltemate, S., Pfaffinger, G., Overmann, J., Bader, R.C., Schulz, C., Malfertheiner, P. and Suerbaum, S.

	H. pylori
	478-A-EK1
	NZ_CP032899
	

	H. pylori
	HE143/09
	NZ_LT635458
	

	H. pylori
	HE178/09
	NZ_LT635460
	

	H. pylori
	HE136/09
	NZ_LT635473
	

	H. pylori
	HE101/09
	NZ_LT635456
	

	H. pylori
	HE142/09
	NZ_LT635478
	

	H. pylori
	HE170/09
	NZ_LT635472
	

	H. pylori
	HE93/10_v1
	NZ_LT838273
	

	H. pylori
	NCTC 11637
	NZ_LS483488
	Direct Submission Doyle, S.

	H. pylori
	NCTC13345
	NZ_LR134517
	Direct Submission Pathogen Informatics

	H. pylori
	NCTC12823
	NZ_LR134519
	

	H. pylori
	B128 7.13
	NZ_CP042211
	(Dawson et al. 2019)

	H. pylori
	B125A
	NZ_CP024952
	(Su et al. 2019)

	H. pylori
	B147
	NZ_CP024946
	

	H. pylori
	J182
	NZ_CP024947
	

	H. pylori
	B140
	NZ_CP024948
	

	H. pylori
	B136A
	NZ_CP024949
	

	H. pylori
	B130A
	NZ_CP024950
	

	H. pylori
	B128
	NZ_CP024951
	

	H. pylori
	7.13
	NZ_CP024953
	

	H. pylori
	TN2wt
	NZ_AP019730
	Unpublished Suzuki, R., Matsumoto, T., Akada, J., Shiroma, A., Shimoji, M., Teruya, K., Satou, K., Hirano, T. and Yamaoka, Y.
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